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3.1 ABI 7500 %¢7¢)5E & PCR 41X (Version 2.3)

1) HiREE: Wiki“7500 System Software” EIbRFT 1, Hiidi“Advanced
Setup”, #EAN“Experiment Properties™ 71l X SCUbidbiTan s, EFHLAY
97500 (96 Wells) , b#3:45 4%y “Quantitation-Standard Curve”,
BB N E 7 s “TagMan® Reagents”, &N, Hiidi“Plate
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2) B E: Hili*“Run Method”#E N N 26 A B B ITIAR, 4ndiE FTAY™
WEFEFP (LK 3), JF7E“Reaction Volume Per Well” i A“25”; s Add
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